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FIG. 5A 

M N Li/F pSTKVPWAAVTLL 
ATG AAC CTT CCT TCT ACA AAG GTT CCC TGG GCC GCC GTG ACG CTG CTG 
ATG AAC TTT CCT TCT ACA AAG GTT CCC TGG GCC GCC GTG ACG CTG CTG 

LLLLLPPALLSLGVDA 
CTG CTG CTA CTG CTG CCG CCG GCG CTG CTG TCG CTT GGG GTG GAC GCG 
CTG CTG CTA CTG CTG CCA CCG GCG CTG CTG TCG CTT GGG GTG GAC GCA 

OPLPDCCRQKTCSCRL 
CAG CCT CTG CCC GAC TGC TGT CGC CAG AAG ACG TGT TCC TGC CGT CTC 
CAG CCT CTG CCC GAC TGC TGT CGC CAG AAG ACG TGT TCC TGC CGT CTC 

YELLHGAGNHAAGI L T 
TAC GAA CTG TTG CAC GGA GCT GGC AAC CAC GCC GCG GGC ATC CTC ACT 
TAC GAA CTG TTG CAC GGA GCT GGC AAC CAC GCT GCG GGT ATC CTG ACT 

T C K R R PGPPGLQGRIjQ 
CTG GGA AAG CGG CGA CCT GGA CCC CCA GGC CTC CAA GGA CGG CTG CAG 
CTG GGa" AAG CGG CGG CCT GGA CCT CCA GGC CTC CAG GGA CGG CTG CAG 

* * * 

RLLQANGNHAAGILTM 

CCC CTC CTT CAG GCC AAC GGT AAC CAC GCA GCT GGC ATC CTG ACC ATG 
CGC CTC CTT CAG GCC AAC GGT AAC CAC GCA GCT GGC ATC CTG ACC ATG 

r-RKAGAELEPY/HPCP/SGJ? 
GGC CGC CGC GCA GGC GCA GAG CTA GAG CCA TAT CCC TGC CCT GGT CGC 
GGC CGC CGC GCA GGC GCA GAG CTA GAG CCA CAT CCC TGC TCT GGT CGC 



olr c P T A/V T A/T TALAPRGGS 
CCC TGT CCG ACT GCA ACC GCC ACC GCT TTA GCG CCC CGG GGC GGA TCC 
Sc TGT CCG ACC GTA ACT ATC ACC GCT TTA GCA CCC CGG GGA GGG TCC 



* * * 



R/G V 

AG A GTC TGA 
GGA GTT TGA 



FIG. 5B 



consensus- RL LL GNHAAGILT G 

hertl • LGVDAQPLPDCCRQKTCSCRLYELLHGAGNHAAGILTLG 
hcrt2 '. PGPPGLQGRLQRLLQANGNHAAGILTMG 
SECRETIN • HSDGTFTSKLSRLRDSARLQRLLQGLV HSDGTFTSK 

* * ******** ** ** * 
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FIG. 5B 

consensus: RI» GNHAAGILT G 

hcrtl : LGVDAQPLPDCCRQKTCSCRLYELLHGAGNHAAGILTLG 
hcrt2 : PGPPGLQGRLQRLLQANGNHAAGILTMG 

SECRETIN: HSDGTFTSKLSRLRDSARLQRLLQGLV HSDGTFTSK 

* ******** ** ** * 



T/0B97/13657 



6/10 



58R8SfPCWT027 FEB1998 



FIG. 5A 



M N L/F PS TKVPWAAVTLL 

ATG AAC CTT CCT TCT ACA AAG GTT CCC TGG GCC GCC GTG ACG CTG CTG 

ATG AAC TTT CCT TCT ACA AAG GTT CCC TGG GCC GCC GTG ACG CTG CTG 

* '7s 
LLLLIiPPALLsIjGVDA 

CTG CTG CTA CTG CTG CCG CCG GCG CTG CTG TCG CTT GGG GTG GAC GCG 

CTG CTG CTA CTG CTG CCG CCG GCG CTG CTG TCG CTT GGG GTG GAC GCA 



Q 



K 



CAG CCT CTG CCC GAC TGC TGT CGC CAG AAG ACG TGT TCC TGC CGT CTC 
CAG CCT CTG CCC GAC TGC TGT CGC CAG AAG ACG TGT TCC TGC CGT CTC 
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TTG 
TTG 



H A A G I L T 
CAC GCC GCG GGC ATC CTC ACT 
CAC GCT GCG GGT ATC CTG ACT 

* * * 

G L Q G R L CT 
CCT GGA CCC CCA GGC CTC CAA GGA CGG CTG CAG 
CCT GGA CCT CCA GGC CTC CAG GGA CGG CTG CAG 
?7 * or. * 95 3£ 

N G'N H 'A A G I L T M 
CGC CTC CTT CAG GCC AAC GGT AAC CAC GCA GCT GGC ATC CTG ACC ATG 
CGC CTC CTT CAG GCC AAC GGT AAC CAC GCA GCT GGC ATC CTG ACC ATG 



Y E L 
TAC GAA CTG 
TAC GAA CTG 

G K 
GGA AAG 
GGA AAG 
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H G A G N 
CAC GGA GCT GGC AAC 
CAC GGA GCT GGC AAC 

nr 

R R P G P P 
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CGG 



CGG 
★ 



R 



GRRAGAELEP Y/H P C P/S G JR 
GGC CGC CGC GCA GGC GCA GAG CTA GAG CCA TAT CCC TGC CCT GGT CGC 
GGC CGC CGC GCA GGC GCA GAG CTA GAG CCA CAT CCC TGC TCT GGT CGC 

* * 

R/G C P T A/V T A/T TALAPRGGS 
CGC TGT CCG ACT GCA ACC GCC ACC GCT TTA GCG CCC CGG GGC GGA TCC 
GGC TGT CCG ACC GTA ACT ACC ACC GCT TTA GCA CCC CGG GGA GGG TCC 



* * 



R/G V -* ' -"■ ' - 
AGA GTC TGA--+- 
GGA GTC TGA 
* 



FIG. 5B 

consensus: RL LL GNHAAGILT G 

hcrtl : LGVDAQPLPDCCRQKTCSCRLYELLHGAGNHAAGILTLG 
hcrt2 PG P PGLQGRLQRLLQ ANGNHAAG I LTMG 

SECRETIN: HSDGTFTSKLSRLRDSARLQRLLQGLV HSDGTFTSK 

* ******** ** ** * 
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GCXAGGAGAC^TXGCGGCGGCGGTGGCGGCGXXGGCAGCAGCXGCAGACATGCXGCXGCX 

1 + - + + + --- + + 60 

CGATCCTCTGTAACGCCGCCGCCACCGCCGCAACCGTCGTCGACGTCTGXACGAGGACGA 

M L I* L 

CAAGAAACAGACGGAGGACATCAGCAGTGTCTATGAGATCCGGGAGAAGCTGGGCTCGGG 

61 + + + + - + + "0 

GTXCXXXGXCXGCCXCCXGXAGXCGXCACAGATACXCXAGGCCCXCXXCGACCCGAGCCC 
KKQTEDISSVYEXREKLGSG 

TGCCTTCTCTGAGGTGATGCTGGCCCAGGAAAGGGGCTCTGCTCATCTTGTGGCCCTCAA 

121 + + + + + + 180 

ACGGAAGAGACTCCACTACGACCGGGTCCTTTCCCCGAGACGAGTAGAACACCGGGAGTT 

AFS EVMLAQERGSAH LVALK 

GXGCAXXCCCAAGAAAGCACXXCGGGGCAAGGAGGCCCXGGXGGAGAATGAGATCGCAGX 

181 + + + + + + 240 

CACGXAAGGGXXCXXXCGXGAAGCCCCGTXCCXCCGGGACCACCXCXXACXCXAGCGXCA 

CIPKKAIiRGKEALVENElAV 

ACTCCGCAGGATTAGCCACCCCAACATTGTGGCTCTGGAGGACGTCCACGAGAGCCCTTC 

241 + + + + + + 300 

TGAGGCGXCCTAATCGGXGGGGTTGTAACACCGAGACCXCCXGCAGGTGCXCXCGGGAAG 

LRRXSHPNIVALEDVHESPS 
CCATCXCXACXXGGCCATGGAGCTGGTAACAGGXGGXGAACTGXXXGACCGAAXCATGGA 

301 + + — + + — + ;+ 360 

GGTAGAGATGAACCGGXACCXCGACCATTGXCCACCACXIGACAAACXGGCXXAGTACCX 
HliYLAMELVXGGELFDRlHE 

GCGGGGCXCCXACACAGAGAAGGATGCGAGCCACCXXGXAGGGCAGGXCCXXGGXGCXGX 

361 + - + + + + + 420 

CGCCCCGAGGAXGXGXCXCXXCCTACGCTCGGXGGAACAXCCCGXCCAGGAACCACGACA 
R G S yTEKDASHLVGQVljGAV 

CXCCXACCXXCATAGCCXGGGCATCGXGCACCGGGACCXCAAGCCXGAAAACCXCCXCXA 

421 + — + + + + + 480 

GAGGATGGAAGXATCGGACCCGTAGCACGXGGCCCXGGAGXXCGGACXXXXGGAGGAGAT 

SYLHSliGIVKRDIiKPENLLY 

TGCCACACCXXXXGAGGACXCCAAGAXCAXGGXCXCXGACXXXGGCCXGXCCAAAATXCA 

481 + + + + + + 540 

ACGGXGXGGAAAACXCCXGAGGTTCXAGXACCAGAGACXGAAACCGGACAGGXXXXAAGX 
ATPFEDSKIKVSDFGLSKIQ 
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AGCXGGCAACATGCXAGGCACAGCCXGXGGGACCCCAGGATATGXGGCCCCAGAGCTCCT 

541 + + - + + + - r + 600 

TCGACCGXXGXACGATCCGXGXCGGACACCCXGGGGXCCXATACACCGGGGTCXCGAGGA 
AGNMLGTACGTPGYVAPEIjIi 

GGAGCAGAAACCCXACGGGAAGGCCGXAGAXGXGXGGGCCCXGGGXGXCATCXCCXACAT 

601 + + - + + + + 660 

CCTCGTCTTTGGGATGCCCTTCCGGCATCTACACACCCGGGACCCACAGTAGAGGATGTA 

EQKPYGK AVDVWALGVI S Y X 

CCXGCXGXGXGGGXACCCCCCCXXCXAXGATGAGAGCGATCCXGAACXCXXCAGCCAGAT 

661 + + + + + + 720 

GGACGACACACCCATGGGGGGGAAGATACTACTCTCGCTAGGACTTGAGAAGTCGGTCTA 

LLCGYPPFYDESDPELFSQX 

TCTGAGGGCGAGCTACGAGTTTGACTCTCCCTTTTGGGATGACATCTCAGAATCAGCGAA 

721 + + + + + + 780 

AGACTCCCGGTCGATGCTCAAACTGAGAGGGAAAACCCTACTGTAGAGTCTTAGTCGGTT 

LRASVEFDS .PFWDD1SESAK 

AGACTXCATTCGGCACCTTCTGGAACGTGATCCCCAGAAGAGGTTCACCTGCCAACAGGC 

781 + + + + + + 840 

TCTGAAGTAAGCCGTGGAAGACCTTGCACTAGGGGTCTTCTCCAAGTGGACGGTXGTCCG 

DFIRHLLERDPQKRFTCQQA 

CXXACAGCATCXCXGGAXCXCXGGGGAXGCAGCCXXGGACAGGGACAXCCXAGGXXCXGT 

841 + + + + + + 

GAATGXCGXAGAGACCXAGAGACCCCXACGXCGGAACCXGXCCCXGXAGGATCCAAGACA 

LQHLWI SGDAALDRDILGSV 

CAGXGAGCAGATCCAGAAGAATXXXGCCAGGACCCACXGGAAGCGXGCATXCAAXGCCAC ^ 

901 GX^CXCGXCTAGGXCXXCXXAAAACGGXCCXGGGXGACCXXCGCACGXAAGTXACGGXG 
SEQXQ KNFARTHKKRAFNAT 

ATCATXCCTACGXCACATCCGXAAGCXGGGACAGAGCCCAGAGGGXGAGGAGGCCXCCAG 

q 61 + + + + + + 1020 

TAGXAAGGATGCAGXGXAGGCAXXCGACCCXGXCXCGGGXCXCCCACXCCTCCGGAGGXC 

SFLRKXRKLGQSPEGEEASR 

GCAGGGXAXGACCCGXCACAGCCACCCAGGCCXXGGGACXAGCCAGXCXCCCAAGXGGXG ^ 

1021 + ~ + + + ~" + ----- + 

CGXCCCATACXGGGCAGXGXCGGXGGGXCCGGAACCCXGATCGGTCAGAGGGXXCACCAC 

QGKTRHSHPGLGTSQSPKWV 
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ACAACCAGGTGGATGCCAAGGAAGGCCAXGTGGACTGACTCCTAGCTXXTCTXTCCTCCA 

1081 + + + + + + 1140 

TGXXGGXCCACCXACGGXXCCXXCCGGXXCACCXGACXGAGGAXCGAAAAGAAAGGAGGX 

TTRWMPRKAKWTDS 

GCCCTTTTGATCTCCTXCCCTGATCCTTGTCCCCCGGACTGGCCTCTGXTGGAAAGTCCA 

1141 ------- — + 4.--..-.---- + + + _ _ _ - + 1200 

CGGGAAAACXAGAGGAAGGGACXAGGAACAGGGGGCCXGACCGGAGACAACCXXXCAGGX 

AGACCGXGGGXGXGAXGGATGGCACXGGGGXATGGGGCTXCCCAAGXATGXCCCCAGCCX 

1201 ~ ~ + ' ~ - + - — + - + + • + 12 6 0 

TCXGGCACCCACACXACGXACCGTGACCCCATACCCCGAAGGGXXCATACAGGGGXCGGA 



CTGXCCXXXGXXGCXGCCACCCXCXATGGAAACXGAGGAGGXAXXCAAAAAXGGATXXGG 

•j^ ^ g l -------«-- + - _^ w » — -- - + -- -- -- -- - + -- -- -- -- - + -- -- -- -- - + -"-'"*"'"-"'"'*' 1320 

GACAGGAAACAACGACGGXGGGAGATACCTXXGACXCCXCCAXAAGTXXXXACCXAAACC 



GGGCCAXCCXXCCXGCACCXXGCACGCACATATGCAXXGCGXGGCXGXXCXGXGCXXXGC 

1321 + *■ - - + ~~ T - T 

CCCGGXAGGAAGGACGXGGAACGTGCGTGTAXACGXAACGCACCGACAAGACACGAAACG 



XG ACXGXGGGXGGXCCXGCXXGXGTXGXAGCCCXXXAGXXCCXCCXCXXXCCAACCAAXA 

„..x — — — - — — — — — + — — — — — — — — — 4. — — — — - — — —. — + — ** — — **~ , "*~" + 14 3 U 

1381 ACXGA^CCCACCAGGACGAACACAACAXCGGGAAATCAAGGAGG 



AAGACAAACAGAACAATG 
XXCXGXXXGXCXXGXXAC 



1441 — - - 1458 
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